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A. Research & Professional Experience

Research Specialist. Biochemistry Dept., University of Missouri-Columbia. 1993-1997.
Research focused on the mechanism and inheritance of self- and interspecific-

incompatibility in Nicotiana.

Research Geneticist. Crop Improvement and Protection Research Unit, Pacific West
Area, Agricultural Research Service, USDA, Salinas, California. April, 2001-present.
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and abiotic stresses, nutritional values, and horticultural traits.
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Chair, Leafy Vegetable Crop Germplasm Committee, National Plant Germplasm System,
U.S. Dept. of Agriculture, 2005 - present.

Chair, Genetics and Germplasm Working Group, American Society for Horticultural
Science, 2006-08.

Chair, Working Group of Asian Horticulture, American Society for Horticultural Science,
2008-09.

Member, Endowment Fund Committee, American Society for Horticultural Science, 2008-
13.

Chair, Vegetable Breeding Working Group, American Society for Horticultural Science,
2009-11.

Consulting Editor, HortScience journal, American Society for Horticultural Science, 2011-
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