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A. Research & Professional Experience

Post Doctoral Fellow, 2020-Present
- Department of Horticulture, University of Arkansas.
Senior Graduate Research Assistant 2016- 2019
- Cell and Molecular Biology Program, University of Arkansas.
Research Assistant 2016- 2016
- Department of Horticulture, University of Arkansas.
Research Assistant 2015- 2016
- Department of Horticulture, Oregon State University.
Graduate Research Assistant 2012- 2015

- Department of Horticulture, Oregon State University.
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Correll, J. C*. 2020. Sporangiospore viability and oospore production in the spinach downy mildew
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D. Synergistic Activities
Moderator: Vegetable breeding session. American Society of Horticultural Science (August 1, 2022;
August 13, 2020; July 24, 2019; August 2, 2018).

Judge: Graduate student poster competitions. American Society of Horticultural Science, August 7, 2021.

Collaborate and coordinate: Texas A&M University vegetable breeding team to evaluate white rust
disease evaluation trial and breeding effort in spinach (Winter 2018 and 2019). USDA research station,
Salinas, CA, and Seminis vegetable seeds research station, San Juan Bautista, CA, to evaluate spinach
cultivars and germplasm for downy mildew resistance (Fall 2017 and 2018).Yuma agriculture research
station at the University of Arizona to conduct annual downy mildew field trials (Winter 2018 and 2019).

President: Nepalese Association of Northwest Arkansas (NANA), a registered student organization at the
University of Arkansas (2017-2018).

Founding member: Plant Breeding and Genetics Student Association (PBGSA), a graduate student group
at Oregon State University, focused on fostering relationships among undergraduate and graduate
students, faculty, and industry leaders in the plant breeding community.

Member: Pi Alpha Xi- Alpha Rho chapter, Oregon State University. | participated in several fundraising
and other professional events from 2013 to 2015.

Review service: Agronomy, Euphytica, Frontiers in Microbiology, Frontiers in Plant Science, Genes,
Genetic Resources and Crop Evolution, International Journal of Molecular Sciences, Journal of the
American Society for Horticultural Science, Nature- Scientific Reports, Plant Breeding, Plant Species
Biology, Plos One, Theoretical and Experimental Plant Physiology.
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