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A. Research & Professional Experience 

Post Doctoral Fellow,                                                                                                 2020-Present 

- Department of Horticulture, University of Arkansas. 

Senior Graduate Research Assistant                                                                   2016- 2019 

- Cell and Molecular Biology Program, University of Arkansas. 

Research Assistant                                                                                                     2016- 2016 

- Department of Horticulture, University of Arkansas. 

Research Assistant                                                                                                            2015- 2016 

- Department of Horticulture, Oregon State University.  

Graduate Research Assistant                                                                                            2012- 2015                                     

- Department of Horticulture, Oregon State University. 

 

B. Collaborators & Affiliations 

 

C. Publications (last four years and relevant) 

Bhattarai, G.*, Shi, A.*, Mou, B.*, Correll, J.C*. 2023. Skim resequencing finely maps the downy 

mildew resistance loci in spinach cultivars Whale and Lazio. Horticulture Research 

10, doi.org/10.1093/hr/uhad076   

Bhattarai, G.*, Olaoye, D., Mou, Beiquan*, Correll, J.C*, Shi, A.*. 2022. Mapping and selection of downy 

mildew resistance RPF3 locus in spinach cv. Whale by low coverage whole genome sequencing. Frontiers 

in Plant Science 13:1012923. https://doi:10.3389/fpls.2022.1012923 

Bhattarai, G. *, Shi, A.*, Mou, B*, Correll, J.C*. 2022. Resequencing worldwide spinach germplasm for 

identification of downy mildew field resistance QTLs and assessment of genomic selection methods. 

Horticulture Research 9, https://doi:10.1093/hr/uhac205 

Shi, A. *, Bhattarai, G., Xiong, H., Avila, C. A. *, Feng, C., Liu, B., Joshi, V., Stein, L. *, Mou, B. *, du 

Toit, L. J. * and Correll, J. C*. 2022. Genome-wide association study and genomic prediction of white rust 

resistance in USDA GRIN spinach Germplasm. Horticulture Research 9, https://doi:10.1093/hr/uhac069 

Gyawali, S. †, Bhattarai, G. †, Shi, A.*, Kik, C. and du Toit, L. J*. 2021. Genetic diversity, structure, and 

selective sweeps in Spinacia turkestanica associated with the domestication of cultivated spinach. Frontiers 

in Genetics 12, 2469. https://doi:10.3389/fgene.2021.740437 
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Bhattarai, G*. and Shi, A*. 2021. Research advances and prospects of spinach breeding, genetics, and 

genomics. Vegetable Research 1, 1–18. https://doi/10.48130/VR-2021-0009 

Simko, I.*, Jia, M., Venkatesh, J., Kang, B. C., Weng, Y., Barcaccia, G., Lanteri, S., Bhattarai, G. and 

Foolad, M. R*. 2021. Genomics and marker-assisted improvement of vegetable crops. Critical Reviews in 

Plant Sciences 40, 303–365. https://doi:10.1080/07352689.2021.1941605 

Bhattarai, G., Yang, W., Shi, A.*, Feng, C., Dhillon, B., Correll, J. C*. and Mou, B*. 2021. High resolution 

mapping and candidate gene identification of downy mildew race 16 resistance in spinach. BMC genomics 

22, 478. https://doi:10.1186/s12864-021-07788-8 

Bhattarai, G., Shi, A.*, Kandel, D. R., Solís-Gracia, N., da Silva, J. A. and Avila, C. A*. 2021. Genome-

wide simple sequence repeats (SSR) markers discovered from whole-genome sequence comparisons of 

multiple spinach accessions. Scientific Reports 11, 9999. https://doi:10.1038/s41598-021-89473-0 

Bhattarai, G., Shi, A.*, Feng, C., Dhillon, B., Mou, B. and Correll, J. C*. 2020. Genome wide association 

studies in multiple spinach breeding populations refine downy mildew race 13 resistance genes. Frontiers 

in Plant Science 11, 563187. https://doi:10.3389/fpls.2020.563187 

Dhillon, B., Feng, C., Villarroel-Zeballos, M. I., Castroagudin, V. L., Bhattarai, G., Klosterman, S. J. and 

Correll, J. C*. 2020. Sporangiospore viability and oospore production in the spinach downy mildew 

pathogen, Peronospora effusa. Plant Disease 104, 2634–2641. https://doi:10.1094/PDIS-02-20-0334-RE 

Bhattarai, G., Feng, C., Dhillon, B., Shi, A., Villarroel-Zeballos, M., Klosterman, S. J. and Correll, J. C*. 

2020. Detached leaf inoculation assay for evaluating resistance to the spinach downy mildew pathogen. 

European Journal of Plant Pathology 158, 511–520. https://doi:10.1007/s10658-020-02096-5 

 

D. Synergistic Activities 

Moderator: Vegetable breeding session. American Society of Horticultural Science (August 1, 2022; 

August 13, 2020; July 24, 2019; August 2, 2018).  

Judge: Graduate student poster competitions. American Society of Horticultural Science, August 7, 2021.  

Collaborate and coordinate: Texas A&M University vegetable breeding team to evaluate white rust 

disease evaluation trial and breeding effort in spinach (Winter 2018 and 2019). USDA research station, 

Salinas, CA, and Seminis vegetable seeds research station, San Juan Bautista, CA, to evaluate spinach 

cultivars and germplasm for downy mildew resistance (Fall 2017 and 2018).Yuma agriculture research 

station at the University of Arizona to conduct annual downy mildew field trials (Winter 2018 and 2019). 

President: Nepalese Association of Northwest Arkansas (NANA), a registered student organization at the 

University of Arkansas (2017-2018). 

Founding member: Plant Breeding and Genetics Student Association (PBGSA), a graduate student group 

at Oregon State University, focused on fostering relationships among undergraduate and graduate 

students, faculty, and industry leaders in the plant breeding community. 

Member: Pi Alpha Xi- Alpha Rho chapter, Oregon State University. I participated in several fundraising 

and other professional events from 2013 to 2015. 

Review service: Agronomy, Euphytica, Frontiers in Microbiology, Frontiers in Plant Science, Genes, 

Genetic Resources and Crop Evolution, International Journal of Molecular Sciences, Journal of the 

American Society for Horticultural Science, Nature- Scientific Reports, Plant Breeding, Plant Species 

Biology, Plos One, Theoretical and Experimental Plant Physiology. 
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2021 
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S., Payne, W. A., Miller, J. C. and Scheuring, D. 2017. Association mapping revealed SNP markers for 

adaptation to low phosphorus conditions and rock phosphate response in USDA cowpea (Vigna 

unguiculata (L.) Walp.) germplasm. Euphytica 213, https://doi:10.1007/s10681-017-1971-8 

27. Bhattarai, G., Mehlenbacher, S. A.* and Smith, D. C. 2017. Inheritance and linkage mapping of 

eastern filbert blight disease resistance in ‘Uebov’ Hazelnut. Journal of the American Society for 

Horticultural Science 142, 289–297. https://doi:10.21273/JASHS04145-17 
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